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ABSTRACT

Simultaneously, most people in this digital world struggle with numerous health issues. It is vital to be
aware if we are experiencing sickness at an early, organized illness instead of finding it later. Therefore,
timely examination of health-related issues is essential for disease prevention and treatment. A method for
predicting heart, diabetes, and Parkinson's disease has been developed in this study, how patients can use
a single platform to predict multiple diseases. Support vector machine (SVM) is the ML algorithm used in
this system for disease prediction.

INTRODUCTION

Any individual who is right now burdened with an infection should see a specialist, which is
tedious and costly. Because the illness cannot be detected, the user may experience difficulties if
they cannot reach hospitals and doctors. On the off chance that the above technique should be
possible utilizing mechanized programming that sets aside time and cash, it may be better for the
patient, making the interaction go all the more easily. Due to the exponential growth of the Internet,
many people are constantly utilizing it to acquire new knowledge. People often want to find a
solution to a problem on the Internet when it arises. Clinics and specialists have less admittance
to the Web than patients. A person with a disease only has a few options for finding solutions.
Subsequently, this frame work can be helpful to patients.

Al is a subset of Machine Learning. The majority of machine learning research focuses on
algorithms that enhance data utilization. Al has two stages, for example, Training and Testing.
Supervised Learning and Unsupervised Learning are the two types of machine learning. Using
well-labelled data, we create a model in supervised learning.

The aim is to find a decent Al algorithm that is proficient and accurate for disease detection. In
this paper, regulated Al is utilized for anticipating infections. We will use algorithms like the
Support vector machine as the main feature of Machine Learning. This will help in the early
forecast of disease precisely.

Diabetes, heart disease, and Parkinson's disease will all be predicted using this system. We can
add many more diseases in the future. Multiple disease prediction systems will be developed with
the help of machine learning algorithms like SVM. This prediction system incorporates all the
crucial parameters to make accurate and efficient predictions about the disease. Choosing Django
and Python is used to save the model's behaviour.
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PROBLEM STATEMENT:

Many machine learning models for health care analysis only look at one disease at a time. For
instance, initially is for coronary disease examination, one for diabetes investigation, and one for
Parkinson's infection. If a client has any desire to foresee multiple illness, he needs to go through
various stages.

When a doctor wants to look at the health reports of their patients, they have to use a lot of models,
which costs money and takes time. Common systems can only analyse one disease on a single
platform. Inaccurate models may seriously harm patients' health.

UTILIZING A SUPPORT VECTOR MACHINE AND A MACHINE
LEARNING ALGORITHM

We have constructed multiple disease prediction systems in the proposed system. The user's
symptoms serve as the basis for the disease prediction. This forecast framework will anticipate
coronary illness, diabetes, and Parkinson's sickness.

Simultaneously predicting multiple diseases is possible with multiple disease prediction.
Therefore, by which users, time, and money will be saved by not having to choose between
multiple systems.
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Fig 1: Flow chart

INTERNATIONAL JOURNAL OF RESEARCH IN MEDICAL SCIENCES AND TECHNOLOGY



International Journal of Research in Medical Sciences and Technology http://www.ijrmst.com
(IJRMST) 2016, Vol. No. 2, Jul-Dec e-ISSN: 2455-5134, p-ISSN: 2455-9059

The initial step is to get enrolled to get to our foundation's dashboard. The user will be redirected
to the dashboard after successfully registering, where they can view the three diseases: Parkinson's,
diabetes, and heart disease. In Fig. 6.1, we experimented with Parkinson's disease, diabetes, and
the heart.

In the wake of choosing the illness, the patient will take care of the side effects expected of the
expectation. We have imported the datasets for Parkinson's disease, diabetes, and heart disease,
respectively, in the following step. Whenever we have imported the dataset, perception of each
inputted information happens. After perception, the subsequent stage, pre-handling of information,
happens, where we check anomalies and missing qualities and scale the dataset. Then, at that point,
we split the information into preparing and testing on the refreshed dataset. The SVM algorithm
was then applied to the training dataset. After that, we create a pickle file for each disease. The
Django framework integrates the pickle file into the model's webpage output.

IMPLEMENTATION

A. Support Vector Machine Algorithm The primary type of the SVM algorithm, the SVM
Classifier, can be used to comprehend the SVM algorithm. The SVM classifier creates a
hyperplane in N-Dimensional space that separates data points from different classes. However, the
hyperplane with the greatest margin between the two classes is considered when selecting this
hyperplane. These margins are calculated using a data point known as a support vector. Support
vectors are the information focuses that are close to the hyperplane.

1) Step 1: Classes are predicted by the SVM algorithm. One class is given the number 1 and
another the number 1.

2) Step 2: The maximum margin is determined by the SVM classifier using a loss function known
as the hinge loss function.

3) Step 3: The misfortune capability can likewise be known as an expense capability where the
expense is 0 when no class is inaccurately anticipated. An error is calculated if this is not the case.

4) Step 4: In most streamlining issues, loads are enhanced by computing the slopes utilizing
progressed numerical ideas of incomplete subordinates.

5) Step 5: When there is no classification error, only the regularization parameter updates the
gradients. When there is misclassification, the loss function is also used.

RESULT

In the framework, we have involved the SVM calculation for the expectation. When the patient
data sources the qualities in a framework, it will show whether the patient has an infection. The
required range of values will be displayed in the parameters. Assuming that the entered esteem is
not between the reaches, isn't substantial, or is vacant, it will give the admonition indication that
adds a right worth.
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CONCLUSION

The patient's health can be improved by anticipating the disease earlier. The goal of this project is
to use symptoms to predict several diseases. The project is constructed so that the system generates
a disease prediction from the patient's symptoms as its input. This model could aid the cost of
treating this disease and recovery. Patients can save time and money by utilizing this system for
treatment.
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